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'"^T . „„«.e« — 

^ ,„„„.ca a.aa.,«,. - 

attacatcat agaaatgcta caaag 

cc ate 286 

tI: Sy 5' 

Ala Asn He Gly g„ 334 

' . oca ate tat caa age act aca aat c^^ 

^" Sv cfy sS S lie Tvr Gla Ser TUr 
MaLeuGlyGly gtt teg 382 

'° aet agt aea aag gtt ser 

aa. aat ag. tea aat aea aet ^g^ se. 
;,sn Asn Ser Arg 

r-r tct gca att gaa aaa y 



430 



tct gtc gtt tct gtt atg aat tat caa aaa gat aac tea caa agt agt 478 
Ser Val Val Ser Val Met Asn Tyr Gin Lys Asp Asn Ser Gin Ser Ser 
70 75 80 

gac ttc agt tea att ttt ggt gga aat age ggt tea agt tea teg aet 526 
Asp Phe Ser Ser lie Phe Gly Gly Asn Ser Gly Ser Ser Ser Ser Thr 
85 90 95 

gat ggc tta eag ctt tct agt gaa ggc tct ggt gtc ate tac aaa aaa 574 
Asp Gly Leu Gin Leu Ser Ser Glu Gly Ser Gly Val lie Tyr Lys Lys 
100 105 110 115 

tet ggt ggt gat gee tae gtt gta aet aae tac cac gtt att get ggt 622 
Ser Gly Gly Asp Ala Tyr Val Val Thr Asn Tyr His Val He Ala Gly 
120 125 130 

aat age tea ett gat gtt ctg ctt tct ggt gga caa aaa gtc aaa gat 670 
Asn Ser Ser Leu Asp Val Leu Leu Ser Gly Gly Gin Lys Val Lys Asp 
135 140 . 145 



tct gtg gtt ggt tat gat gaa tac aca gac ctt get gtt ctt aaa ate 
Ser Val Val Gly Tyr Asp Glu Tyr Thr Asp Leu Ala Val Leu Lys He 
150 155 160 



718 



agt tct gaa cat gtc aaa gat gtg gcg aca ttc get gat tet agt aaa 766 

Ser Ser Glu His Val Lys Asp Val Ala Thr Phe Ala Asp Ser Ser Lys 
165 170 175 

tta aca att ggt gaa cct gee att gee gtt ggc tea ect tta ggt agt 814 

Leu Thr He Gly Glu Pro Ala He Ala Val Gly Ser Pro Leu Gly Ser 

180 185 190 195 

caa ttt gca aac ace gea act gaa gga att tta tet gca aca age cgt 862 

Gin Phe Ala Asn Thr Ala Thr Glu Gly He Leu Ser Ala Thr Ser Arg 
200 205 210 

caa gtg act ttg ace caa gaa aat ggt caa aca act aat ate aat gca 910 

Gin Val Thr Leu Thr Gin Glu Asn Gly Gin Thr Thr Asn He Asn Ala 
215 220 225 

att caa aca gat get gcc att aac cct ggt aac tct gga ggg get ttg 958 

He Gin Thr Asp Ala Ala He Asn Pro Gly Asn Ser Gly Gly Ala Leu 
230 235 240 

att aat att gaa gga caa gtt att gga att act caa agt aaa att aca 1006 

He Asn He Glu Gly Gin Val He Gly He Thr Gin Ser Lys He Thr 
245 250 255 

aca act gaa gat ggt tet aet tct gtc gaa ggt tta gga ttt gcg att 1054 

Thr Thr Glu Asp Gly Ser Thr Ser Val Glu Gly Leu Gly Phe Ala He 

260 265 270 275 

cct tct aat gat gtc gta aat ate att aat aaa ctt gaa gat gat ggt 1102 

Pro Ser Asn Asp Val Val Asn He He Asn Lys Leu Glu Asp Asp Gly 
280 285 290 

aag att tea cgc cct get tta ggt ate ega atg gtt gac ctt tea caa 1150 

Lys He Ser Arg Pro Ala Leu Gly He Arg Met Val Asp Leu Ser Gin 
295 300 305 



tta tea aca aat gac agt tct caa ttg aaa tta eta age agt gta aea 
Leu Ser Thr Asn Asp Ser Ser Gin Leu Lys Leu Leu Ser Ser Val Thr 
310 315 320 



1198 



ggt ggg gtt gtt gtt tac tec gtc caa tct gga ctt cct get gee tea 1246 
Gly Gly Val Val Val Tyr Ser Val Gin Ser Gly Leu Pro Ala Ala Ser 
325 330 335 

get ggt ttg aaa get gga gat gta att aea aag gtt ggc gat aea gea 1294 
Ala Gly Leu Lys Ala Gly Asp Val lie Thr Lys Val Gly Asp Thr Ala 
340 345 350 355 

gta acc tct tea aca gac ttg caa agt get ett tac tea cac aat ate 1342 
Val Thr Ser Ser Thr Asp Leu Gin Ser Ala Leu Tyr Ser His Asn lie 
360 365 370 

aat gat aea gta aaa gtt act tat tat cgt gat ggt aaa tea aat aca 1390 
Asn Asp Thr Val Lys Val Thr Tyr Tyr Arg Asp Gly Lys Ser Asn Thr 
375 380 385 

gea gat gtt aaa ett tct aaa tea acc agt gac tta gaa aca age agt 1438 
Ala Asp Val Lys Leu Ser Lys Ser Thr Ser Asp Leu Glu Thr Ser Ser 
390 395 400 

cca tct tct tct aat taataaetta ataatttaat aaaagtctte tgtaaataga 14 93 
Pro Ser Ser Ser Asn 
405 

aggctttttt eatactaaag tetgaaattt ttaaaaataa taaatttcca tttttctttt 1553 

attgatttat ggtaaaataa agttaagcat gaaaatttta etttacttag aagecgaaca 1613 

atttttgagt cattcaggaa ttggtcgtge aatgaaaeat eaaeaacgcg cccttgattt 1673 

aatgggcatt gaetggacaa aaaatcctga ggatgattac gatatcctce atttaaatac 1733 

ttatggc 1740 



<210> 2 
<211> 408 
<212> PRT 

<213> Laetococcus lactis 
<400> 2 

Met Ala Lys Ala Asn lie Gly Lys Leu Leu Leu Thr Gly Val Val Gly 
15 10 15 

Gly Ala lie Ala Leu Gly Gly Ser Ala lie Tyr Gin Ser Thr Thr Asn 
20 25 30 

Gin Ser Ala Asn Asn Ser Arg Ser Asn Thr Thr Ser Thr Lys Val Ser 
35 40 45 



Asn Val Ser Val Asn Val Asn Thr Asp Val Thr Ser Ala lie Glu Lys 
50 55 60 



i 



Va 



1 Ser Asn Ser Va 



1 val ser Val Met Asn Tyr Gin Lys Asp Asn Ser 



65 



70 



75 



. c c.». Tie Phe Gly Gly Asn Ser Gly Ser Ser 
Gin Ser Ser Asp Phe Ser Ser He Phe b^y . 

8 5 

Se. T.r .,p Gly ..u Gl. L-u S.» S„ Clu Gly S.r Gly V.l 

100 

L,s s„ Gly Gly Ma Ty, Val v.l T.. »s„ Ty. Hi. val 



115 



125 



.1. Gly ..n s., s., L,u v.l s.j Gly Gly Gl„ .y. 

130 ^-^^ 



Val Lys Asp Ser Va 



1 val Gly Tyr Asp Glu Tyr Thr Asp Leu Ala Vai 



145 



150 



155 



His val Lys ASP Val Ala Thr Phe Ala Asp 



170 



Leu Lys He Ser Ser Glu 
165 

Se. S.. Ly. T.. II. Gly Gl. P.o M. U. f,V S.r „o 

180 



185 



Leu Gly Ser 
195 



200 



' . rin val Thr Leu Thr Gin Glu Asn Gly Gin Thr Thr Asn 

H Thr Ser Arg Gin Val Thr beu 



210 



TIP Asn Pro Gly Asn Ser Gly 
lie Asn Ala He Gin Thr Asp Ala Ala He Asn 
S 225 230 

Gin val He Gly He Thr Gin Ser 



Gly Ala Leu He Asn He Glu Gly 



245 



250 



255 



^1 c»r- Thr Ser Val Glu Gly Leu Gly 
Lys He Thr Thr Thr Glu Asp Gly Ser Thr 
260 -^"^ 

u=>i vsl Asn He He Asn Lys Leu Glu 
Phe Ala He Pro Ser Asn Asp Val Val Asn 
275 280 

,.P Gly u. =» "° '3;o 

290 

S.r Gla L.U S.. T.. »»» Asp S.. Se, Gl. L.. .y= S.r 

305 

. .r 1 u.i Tvr Ser Val Gin Ser Gly Leu Pro 
ser Val Thr Gly Gly Val Val Val Tyr Ser 
325 -^-^^ 



Ala 



riv AsD Val He Thr Lys Val Gly 
Ala Ser Ala Gly Leu Lys Ala Gly Asp 



340 



Asp Thr Ala 
355 



val Thr ser Ser Thr Asp Leu Gin Ser Ala Leu Tyr Ser 



360 



,1, „.„ 11. ^sn »SP T.. val .y. V.1 T« T,. T,r «P Gly Ly. 



370 



5 

Ser Asn Thr Ala Asp Val Lys Leu Ser Lys Ser Thr Ser Asp Leu Glu 
385 390 395 400 

Thr Ser Ser Pro Ser Ser Ser Asn 
405 
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